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Fig. 3 Effects of adding far-red (FR) radiation to red + blue (RB) light on potential fruit growth (a) and potential fruit growth rate (b) in tomato (Solanum
lycopersicum). Curves represent Gompertz function (a) and its derivative (b) fitted for RB + FR (dashed lines) and RB (solid lines) light conditions. Symbols
represent measured fruit dry mass for RB + FR (open symbols) and RB (closed symbols) and error bar represents standard error of means (n = 4).

Ji, Y., Nunez Ocana, D., Choe, D., Larsen, D. H., Marcelis, L. F., & Heuvelink, E. (2020). Far-red radiation stimulates dry mass partitioning to fruits by
increasing fruit sink strength in tomato. New Phytologist, 228(6), 1914-1925.
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Fig. 5 Effects of adding far-red (FR) radiation to red + blue (RB) light on concentration of starch (a), sucrose (b), fructose (c) and glucose (d) in tomato
(Solanum lycopersicum) fruits measured every 10 d after anthesis until fully ripe. Starch concentration is expressed as equivalent glucose concentration.
Error bar represents standard error of means (n = 4). Asterisks denote statistically significant effects of FR radiation as tested with Student's t-test (n = 4;
* P <0.05 ** P <001, ***, P < 0.001).

Ji, Y., Nunez Ocana, D., Choe, D., Larsen, D. H., Marcelis, L. F., & Heuvelink, E. (2020). Far-red radiation stimulates dry mass partitioning to fruits by
increasing fruit sink strength in tomato. New Phytologist, 228(6), 1914-1925.
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Inzichten

* phyE
« \lerhoging van source suiker accumulatie onder verrood
« Direct effect van verrood op expressie van suikermetabolismegenen

* phyB1 en phyB2
* Source-sink balans
* phyA

* |nhibitor van sink strength onder verrood




Rassenproeven

e 4 cultivars:
* Marinice
* Tobinaro

e Xandor
e Xandor XR

* 5 dagen continu VR
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T Leaf 4
Stem diameter — _

' _ _Phatosynthetic rate

Rassenproeven
Metingen: e A
- Plantlengte - Fotosynthese Qe

» Bladopperviak * Transpiratie |

* Lengte bladsteel « Stomatale geleidbaarheid

* Bladhoek * Chlorofylconcentratie

« Stengeldiameter » Flavonoideconcentratie

« Canopy cover * Suikerconcentraties (glucose, fructose, sucrose)




Rassenproeven

Architectuur
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Rassenproeven

Suikers

cv. Marinice

Sink

Source

Glucose
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Sucrose
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Rassenproeven

Suikers

cv. Tobinaro

Sink

Source

Concentration (mg/g)

Concentration (ma/g)

Glucose Fructose Sucrose
KruskaWalliz, p=0.77 Kruskavwallis, p =027 KruskalWalis, p = 0.024
ns. ns.
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Glucose Fructose Sucrose

Kruzkal-wallis, p=0.11 Kruskakvwallis, p = 0.0035 Kruskakvallis, p = 0.028
ns.
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Glucose Fructose Sucrose

Kruskakwallis, p=0.015 Kruskalvalliz, p=0.53 Kruskakvallis, p=0.2
n.s. ns.
Rassenproeven
I £ 10 10 - 10
Suikers =
O
g b
: c 54 2 5 - 5 -
Sink 2 EF i .
Q ! + | : . = '| i '
01 . . 0 . . 04 . .
Control FR Control FR Control FR
cv. Xandor XR
Glucose Fructose Sucrose
5~ KruskalWwalliz, p=0.12 5 KruskakvWallis, p = 0.042 5 Kruskalvalliz, p=0.76
ns. b n.s.
— a
g 44 4 - ! 4 -
£ I .
5 31 31 i . 3
Source % : I
c 2 E!E 2 2 i
L} i
é 11 11 11 1
0- 0 0 ’

Coﬁtrol Fﬁ Cﬂﬁtrol Fﬁ Coﬁtrﬂl Fﬁ




Rassenproeven

* \errood interessant:
* Marinice

 Verrood niet interessant:
* Tobinaro
e Xandor

* Twijfelgeval:
e Xandor XR

 Respons op verrood is sterk cultivarspecifiek
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Financiering
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Automated growing solutions

green production systems

OPBRENGSTVERHOGING DOOR GESTUURDE VERROOD BELICHTING IN DE TEELT VAN TOMAAT, KOMKOMMER EN BLADGEWASSEN
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